
A. Visit the NCBI website to search for reference organisms. 

https://www.ncbi.nlm.nih.gov/datasets/genome/  

 

 

 

 

 

 

 

 

 

 

 

 
 

B. Type the scientific name of the organism to be used as a host reference. 

 

 

 

 

 

 

 

 

 

 

 

 

 

C. Click on the result labeled ‘NCBI RefSeq’ in the Annotation column of the search 

outcomes. 

 

 

 

 

 

 

 

 

 

 

 

 

D. Share the URL of the of the result for the analysis order sheet. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

E. To download the reference FASTA file, click on the ‘Actions’ on the left side of the 

‘NCBI RefSeq assembly’ and navigate to the ‘See more files on FTP’ page. 


