I How To Find Reference macrogen

A. Visit the NCBI website to search for reference organisms.

https://www.ncbi.nlm.nih.gov/datasets/genome/
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NCBI Datasets Taxonomy Genome Gene Command-line tools Documentation

Genome

Download a genome data package including genome, transcript and protein sequence, annotation and a data report

Selected taxa

Please enter a taxonomic name or try one of these examples

EUKARYOTES BACTERIA ARCHAEA VIRUSES

Homo sapiens Escherichia coli Pyrococcus furiosus Human immunodeficiency virus 1

Mus musculus Staphylococcus aureus Halobacterium salinarum Influenza A virus x
Arabidopsis thaliana Pseudomonas aeruginosa Haloferax volcanii Hepatitis B virus S
Sus scrofa Mycobacterium tuberculosis Thermoplasma acidophilum Rotavirus A 3

B. Type the scientific name of the organism to be used as a host reference.
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Genome

Download a genome data package including genome, transcript and protein sequence, annotation and a data report

Selected taxa

kd

Sus scrofa (pigs) Enter one or more taxonomic names

= Filters v
Download v Select columns 34 Genomes Rows perpage 20 ~ 1-20 of 34 >
B v
I . ]
2
< D Assembly GenBank RefSeq Scientific name Modifier Annotation Action > 3
[0 sscrofall.l & GCA_000003025.6  GCF_000003025.6  Sus scrofa (pig) Duroc (breed) : a
D NSME_pig_1.2 GCA_D06511355.2 Sus scrofa scrofa NS (breed)
D ASM3744751v1 GCA_037447515.1 Sus scrofa (pig) Chenghua (breed)

C. Click on the result labeled ‘NCBI RefSeq'’ in the Annotation column of the search

outcomes.
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Genome

Download a genome data package including genome, transcript and protein sequence, annotation and a data report

Selected taxa

kd

Sus scrofa (pigs) Enter one or more taxonomic names

= Filters v
Download v ‘ Select columns | 34 Genomes Rows perpage 20 ~ 1-20 of 34 >

e -
[ e Qo
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< D Assembly GenBank RefSeq Scientific name Modifier Annotation Action > 3
O sscogill & GCA_000003025.6  GCF_000003025.6  Sus scrofa (pig) Duroc (breed) : .

|:| NSM 3 GCA_006511355.2 Sus scrofa scrofa NS (breed) :

|:| ASM37447@v1 GCA_037447515.1 Sus scrofa (pig) Chenghua (breed)

D. Share the URL of the of the result for the analysis order sheet.

O E] https://www.ncbi.nlm.nih.gov/datasets/genome/GCF_000003025.6/
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Genome assembly Sscrofal1.1 ceeen Additional genomes

Browse all Sus scrofa genomes (34)

Download EJ datasets curl . .
- BioProject

Actions
NCBI RefSeq assembly GCF_000003025.6 L
Genome sequencing of Sus scrofa by the
Submitted GenBank assembly GCA_000003025.6 : Swine Genome Sequencing Consortium
Taxon Sus scrofa (pig) . .
Publications ¥
Breed Duroc e
Isolate TJ Tabasco Showing 5 0162 3
Synonym susScr11 Giga}science ot a
An improved pig reference genome
WGS project AEMKO2 sequence to enable pig genetics and
) genomics research
Assembly type haploid AWarr, et al.
Submitter The Swine Genome Sequencing Consortium (SGSC)
Gene 1999
Date Feb 7,2017 Complete nucleotide sequence of pig (Sus
scrofa) mitochondrial genome and dating
View the legacy Assembly page evolutionary divergence within Artiodactyla

AL im at oAl

E. To download the reference FASTA file, click on the ‘Actions’ on the left side of the

‘NCBI RefSeq assembly’ and navigate to the ‘See more files on FTP' page.
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Genome assembly Sscrofal1.1 ceeen Additional genc

Browse all Sus scrofa genon

Download B3 datasets curl . .
- BioProject

Actions

NCBI RefSeq assembly GCF_000003025.6 PRJNA13421

Ranama anananging of St
Submitted GenBank assembly GCA_000003025.6 Download RefSeq : Sequencin
Taxon Sus scrofa (pig) BLAST against this genome .
Breed Duroc See in Genome Data Viewer lons
Isolate TJ Tabasco See more files on FTP
Synonym susSeril B——

An improved pig reference
WGS project AEMKO02 sequence to enable pig ge

Index of /genomes/all/GCF/000/003/025/GCF_000003025.6_Sscrofa11.1

Name Last modified Size

Parent Directory -

Annotat ion_compar ison/ 2022-12-07 23:19 -
GCF_000003025.6_Sscrofall . 1_assenbly_structure/ 2023-04-04 11:42 -
Gnomon_mode s/ 2022-12-07 23:19 -
GCF_000003025 . 6_Sscrofall . 1_assembly_regions. txt 2019-12-10 21:38 1.2K
GCF_000003025.6_Sscrofall. 1 _assembly_report . txt 2019-12-10 21:38  BBK
GCF_000003025.6_Sscrofall. 1 _assenbly_stats txt 2021-12-17 23:01 32K
GCF_000003025.6_Sscrofall.l_cds_from_genomic.fna.gz 2022-12-07 23:19  18M
GCF_000003025.6_Sscrofall.l_feature_count  txt.gz 2022-12-07 23:19 561
GCE_000003025.6_Sscrofall.l feature_table txt.gz 2022-12-07 23:19  3.8M
A 5 coms_sotolos st g7 2023-11-03 05:59 1.0M
| GCF_000003025.6_Sscrofall.1_genomic. fria.gz | 2019-12-10 21:33  T45M
. T 2022-12-07 23:19 1.0G
GCF_000003025.6_Sscrofall.l_genomic.gff.gz 2022-12-07 23:13  22M
GCE_000003025.6_Sscrofall.1_genomic.gtf.gz 2022-12-07 23:19  21M
GCF_000003025.6_Sscrofall. 1 _genomic_gaps. txt.gz 2019-12-10 21:38 5.1K
GCF_000003025.6_Sscrofall. .l _protein.faa gz 2022-12-07 23:19  12M
GCF_000003025.6_Sscrofall. 1 protein.gpff.gz 2022-12-07 23:19  33M
GCF_000003025.6_Sscrofall.1_pseudo_without_product .fna.gz 2019-12-10 21:39 4 .6M
GCF_000003025.6_Sscrofall. 1 _rm.out.gz 2019-12-10 21:39  152M
GCE_000003025.6_Sscrofall. 1 _rm.run 2019-12-10 21:39 876
GCF_000003025.6_Sscrofall 1 _rrna.fna. gz 2022-12-07 23:19  56M
GCF_000003025 . 6_Sscrofall 1 _rrna.gbff gz 2022-12-07 23:19 148M
GCF_000003025.6_Sscrofall.l_rna_from_genomic.fna.gz 2022-12-07 23:19  49M
GCF_000003025.6_Sscrofall.l_translated_cds.faa gz 2022-12-07 23:18  12M
README . txt 2023-11-17 16:03 11K
FEADME_Sus_scrofa_annotation_release_106 2019-12-10 21:38 706
cus_scrofa AR106_annotat ion_report . xml 2019-12-10 21:38 218K
annotat ion_hashes. txt 2022-12-06 14:46 410
assembly_status txt 2024-04-06 01:24 14
md5checksums . txt 2024-04-08 00:37 18K
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